
SUPPLEMENTARY MATERIAL 

 

Table S1. List of primers used to detect resistance genes, capsular types, toxin-antitoxin systems, 

incompatibility groups.  

Primer Sequence (5’-3’) Product 
size (bp) 

mTa Reference 

-lactamics 
blaKPC 5' AACAAGGAATATCGTTGATG 3' 

5' AGATGATTTTCAGAGCCTTA 3' 
915 50 (1) 

blaOXA-48 5' TTGGTGGCATCGATTATCGG 3' 
5' GAGCACTTCTTTTGTGATGGC 3' 

743 50 (1) 

blaGES 5’ GAAAAAGCAGCTGAGATCG 3’ 
5’CAACAACCCAATCTTTAGGA 3’ 

579 56 (2) 

blaCTX-M-1 5’ CCCATGGTTAAAAAATCACTG 3’ 
5’ CGTAGCCGGGCCGCCAACGTGA 3’ 

830 58 (3) 

blaCTX-M-2 5’ TTAATGATGACTCAGAGCATT 3’ 
5’ GATACCTCGCTCCATTTATTGC 3’ 

875 56 (4) 

blaCTX-M-g3 5’ ACCTGATTAACTACAATCCCAT 3’ 
5’ ACTTTCTGCCTTCTGCTCTGGC 3’ 

514 59 (5) 

blaCTX-M-g4 5’ CTGGAGAAAAGCAGCGGAG 3’ 
5’ GTAAGCTGACGCAACGTCTG 3’ 

473 61 (6) 

blaCTX-M-g25 5’ CCGTCGGTGACAATTCTGGC 3’ 
5’ AGAAAAAGCGTAAGGCGGGC 3’ 

862 60 (7) 

blaTEM 5’ ATGAGTATTCAACATTTCCG 3’ 
5’ CCAATGCTTAATCAGTGAGG 3’ 

858 57 (4) 

blaSHV 5’ ATGATGAGCACCTTTAAAGTA 3’ 
5’ ATTTCGCTCGGCCATGCTCGC 3’ 

623 56 (4) 

blaOXA-1 5’ GGCACCAGATTCAACTTTCAAG 3’ 
5’ GACCCCAAGTTTCCTGTAAGTTG 3’ 

546 58 (8) 

blaOXA-2 5’ CCTGCATCGACATTCAAGATA 3’ 
5’ CTCAACCCATCCTACCCACCA 3’ 

464 58 (9) 

blaPER-2 5’ TGTGTTTTCACCGCTTCTGCTCTG 3’ 900 56 (4) 
 5’ AGCTCAAACTGATAAGCCGCTTG 3’    

 
Quinolones 
qnrA 5’ ATTTCTCACGCCAGGATTTG 3’ 

5’ GATCGGCAAAGGTTAGGTCA 3’ 
516 57 (10)  

qnrB 5’ GATCGTGAAAGCCAGAAAGG 3’ 
5’ ACGACGCCTGGTAGTTGTCC 3’ 

469 56 (10)  

qnrC 5’ GGGTTGTACATTTATTGAATC 3’ 
5’ CACCTACCCATTTATTTTCA 3’ 

307 54 (11)  

qnrD 5’ CGAGATCAATTTACGGGGAATA 3’ 
5’ AACAAGCTGAAGCGCCTG 3’ 

580 55 (12)  

qnrS 5’ ACGACATTCGTCAACCTGCAA 3’  
5’ TAAATTGGCACCCTGTAGGC 3’ 

417 57 (10)  

qnrVC 5’ ATGGAAAAATCAAAGCAATT 
5’ TTAGTCAGGAACAATGATTA 

656 50 (13)  

qepA 5’ AACTGCTTGAGCCCGTAGAT 3’ 
5’ GTCTACGCCATGGACCTCAC 3’ 

595 60 (11)  

 
Aminoglycosides 
Aac(6’)Ib 5’ TTGCGATGCTCTATGAGTGGCTA 3’ 

5’ CTCGAATGCCTGGCGTGTTT 3’ 
481 59 (11)  

armA 5’ ATTCTGCCTATCCTAATTGG 3’ 
5’ ACCTATACTTTATCGTCGTC 3’ 

315 55 (1) 

rmtA 5’ CTAGCGTCCATCCTTTCCTC 3’ 
5’ TTGCTTCCATGCCCTTGCC 3’ 

635 55 (1) 

rmtB 5’ GCTTTCTGCGGGCGATGTAA 3’ 173 55 (1) 
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5’ ATGCAATGCCGCGCTCGTAT 3’ 
rmtC 5’ CGAAGAAGTAACAGCCAAA 3’ 

5’ ATCCCAACATCTCTCCCACT 3’ 
711 55 (1) 

rmtD 5’ CGGCACGCGATTGGGAAGC 3’ 
5’ CGGAAACGATGCGACGAT 3’ 

401 55 (1) 

npmA 5’ CTCAAAGGAACAAAGACGG 3’ 
5’ GAAACATGGCCAGAAACTC 3’ 

641 58 (1) 

 
Fosfomycin 
fosA 5’ ATCTGTGGGTCTGCCTGTCGT 3’  

5’ ATGCCCGCATAGGGCTTCT 3’  
271 54 (14)  

fosA3 5’ TGAATCATCTGACGCTGG 3’ 
5’ TCAATCAAAAAAGACCATC 3’ 

404 49 (15) 
 
 

Colistin 
mcr-1 5’ CGGTCAGTCCGTTTGTTC 3’ 

5’ CTTGGTCGGTCTGTAGGG 3’ 
310 49 (16)  

mcr-2 5’ TGGTACAGCCCCTTTATT 3’ 
5’ GCTTGAGATTGGGTTATGA 3’ 

1626 52 (17) 

mcr-3 5’ TTGGCACTGTATTTTGCATTT 3’ 
5’ TTAACGAAATTGGCTGGAACA 3’ 

542 53 (18) 

mgrB  5’ AAGGCGTTCATTCTACCACC 3’ 
5’ TTAAGAAGGCCGTGCTATCC 3’ 

1500 54 (19)  
 
 

Capsular type 
wzi 5’ GTGCCGCGAGCGCTTTCTATCTTGGTATTCC 3’ 

5’ GAGAGCCACTGGTTCCAGAA[CorT]TT[CorG]ACCGC 3’ 
580 59 (20)  

 
Toxin-antitoxin systems 
pemKI 5’ AACGAGAATGGCTGGATGC 3’  

5’ CCAACGACACCGCAAAGC 3’ 
232 58 (21)  

ccdAB 5’ AGGAAGGGATGGCTGAGGT 3’ 
5’ GGTAAAGTTCACGGGAGAC 3’ 

230 58 (21) 

relE 5’ AAAAACCCGATGGCGACAG 3’ 
5’ TGATAGACCAGGCGAAAAC 3’ 

370 61 (21) 

parDE 5’ ACGGACCAGCAGCACCAG 3’ 
5’ AGCCCTTGAGCCTGTCGG 3’ 

534 62 (21) 

vagCD 5’ GGGACCTGGATTTTGATGG 3’  
5’ GAGCAGATGTTGGTGTCG 3’ 

210 57 (21) 

hok-sok 5’ AGATAGCCCCGTAGTAAGTT 3’  
5’ GATTTTCGTGTCAGATAAGTG 3’ 

203 58 (21) 

pndAC 5’ CCTCACCATCCAGACAAAA 3’ 
5’ TCAATCAACCAGGGCTCT 3’ 

140 56 (21) 

srnBC 5’ ACTGATTGTAGCCTCTTCTTT 3’ 
5’ CACCACTGTATTTCCCCTGT 3’ 
 

171 58 (21) 

Incompatibility Groups 
HI1 5’ GGAGCGATGGATTACTTCAGTAC 3’  

5’ TGCCGTTTCACCTCGTGAGTA 3’ 
471 62 (22)  

HI2 5’ TTTCTCCTGAGTCACCTGTTAACAC 3’ 
5’ GGCTCACTACCGTTGTCATCCT 3’ 

644 62 (22) 

I1 5’ CGAAAGCCGGACGGCAGAA 3’ 
5’ TCGTCGTTCCGCCAAGTTCGT 3’ 

139 62 (22) 

X 5’ AACCTTAGAGGCTATTTAAGTTGCTGAT 3’ 
5’ TGAGAGTCAATTTTTATCTCATGTTTTAGC 3’ 

376 62 (22) 

L/M 5’ GGATGAAAACTATCAGCATCTGAAG 3’ 
5’ CTGCAGGGGCGATTCTTTAGG 3’ 

785 62 (22) 

N 5’ GTCTAACGAGCTTACCGAAG 3’ 
5’ GTTTCAACTCTGCCAAGTTC 3’ 

559 62 (22) 

FIA 5’ CCATGCTGGTTCTAGAGAAGGTG 3’ 
5’ GTATATCCTTACTGGCTTCCGCAG 3’ 

462 62 (22) 

FIB 5’ GGAGTTCTGACACACGATTTTCTG 3’ 
5’ CTCCCGTCGCTTCAGGGCATT 3’ 

702 62 (22) 

W 5’ CCTAAGAACAACAAAGCCCCCG 3’ 242 62 (22) 
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5’ GGTGCGCGGCATAGAACCGT 3’ 
Y 5’ AATTCAAACAACACTGTGCAGCCTG 3’ 

5’ GCGAGAATGGACGATTACAAAACTTT 3’ 
765 62 (22) 

P 5’ CTATGGCCCTGCAAACGCGCCAGAAA 3’ 
5’ TCACGCGCCAGGGCGCAGCC 3’ 

534 62 (22) 

FIC 5’ GTGAACTGGCAGATGAGGAAGG 3’ 
5’ TTCTCCTCGTCGCCAAACTAGAT 3’ 

262 62 (22) 

A/C 5’ GAGAACCAAAGACAAAGACCTGGA 3’ 
5’ ACGACAAACCTGAATTGCCTCCTT 3’ 

465 62 (22) 

T 5’ TTGGCCTGTTTGTGCCTAAACCAT 3’ 
5’ CGTTGATTACACTTAGCTTTGGAC 3’ 

750 62 (22) 

FIIs 5’ CTGTCGTAAGCTGATGGC 3’ 
5’ CTCTGCCACAAACTTCAGC 3’ 

270 62 (22) 

F 5’ TGATCGTTTAAGGAATTTTG 3’ 
5’ GAAGATCAGTCACACCATCC 3’ 

270 56 (22) 

K 5’ GCGGTCCGGAAAGCCAGAAAAC 3’ 
5’ TCTTTCACGAGCCCGCCAAA 3’ 

160 56 (22) 

B/O 5’ GCGGTCCGGAAAGCCAGAAAAC 3’ 
5’ TCTGCGTTCCGCCAAGTTCGA 3’ 

160 56 (22) 

a melting temperature 
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